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Avapopd ATTOTEAEOPATWV

Kwdikdc- Accession number: P12645

Npwrteivn: Bone morphogenetic protein 3 - OGTIKA JOPPOYEVETIKI TTPWTEIVN
Short name: BMP 3

Opyaviouég: Homo sapiens (Human)

Function — Aeiroupyia: puBuidel apvnTIKA TNV OCTIKA TTUKVOTNTA. AvTaywvideTal
TNV IKAVOTNTA OPICHEVWY o0TeoyOvwy BMP va etrayouv dia@opoTroinon Kai
OOTEOYEVEDN OOTEOTTAPAYOVTWV.

Fasta Sequence
MAGASRLLFLWLGCFCVSLAQGERPKPPFPELRKAVPGDRTAGGGPDSELQPQDKVSEHM
LRLYDRYSTVQAARTPGSLEGGSQPWRPRLLREGNTVRSFRAAAAETLERKGLYIFNLTS
LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL
GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI
LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN
ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR
RKQWIEPRNCARRYLKVDFADIGWSEWIISPKSFDAYYCSGACQFPMPKSLKPSNHATIQ
SIVRAVGVVPGIPEPCCVPEKMSSLSILFFDENKNVVLKVYPNMTVESCACR

PTM/Processing

AkoAouBiec DNA kai cDNA kal mMRNA o€ Tp€iG dIOQOPETIKEG TPATTECEG
0edopévwv

1.EMBL

EMBL mRNA (cDNA clone MGC:116934 IMAGE:40006302), complete cds.

TCAGCGTTGGAGTGGAGACGGCGCCCGCAGCGCCCTGCGCGGGTGAGGTCCGCGCAGCTGCTG
GGGAAGAGCCCACCTGTCAGGCTGCGCTGGGTCAGCGCAGCAAGTGGGGCTGGCCGCTATCTCG
CTGCACCCGGCCGCGTCCCGGGCTCCGTGCGCCCTCGCCCCAGCTGGTTTGGAGTTCAACCCTC
GGCTCCGCCGCCGGCTCCTTGCGCCTTCGGAGTGTCCCGCAGCGACGCCGGGAGCCGACGCGC
CGCGCGGGTACCTAGCCATGGCTGGGGCGAGCAGGCTGCTCTTTCTGTGGCTGGGCTGCTTCTG
CGTGAGCCTGGCGCAGGGAGAGAGACCGAAGCCACCTTTCCCGGAGCTCCGCAAAGCTGTGCCA
GGTGACCGCACGGCAGGTGGTGGCCCGGACTCCGAGCTGCAGCCGCAAGACAAGGTCTCTGAAC
ACATGCTGCGGCTCTATGACAGGTACAGCACGGTCCAGGCGGCCCGGACACCGGGCTCCCTGGA
GGGAGGCTCGCAGCCCTGGCGCCCTCGGCTCCTGCGCGAAGGCAACACGGTTCGCAGCTTTCGG
GCGGCAGCAGCAGAAACTCTTGAAAGAAAAGGACTGTATATCTTCAATCTGACATCGCTAACCAAG
TCTGAAAACATTTTGTCTGCCACACTGTATTTCTGTATTGGAGAGCTAGGAAACATCAGCCTGAGTT
GTCCAGTGTCTGGAGGATGCTCCCATCATGCTCAGAGGAAACACATTCAGATTGATCTTTCTGCAT
GGACCCTCAAATTCAGCAGAAACCAAAGTCAACTCCTTGGCCATCTGTCAGTGGATATGGCCAAAT
CTCATCGAGATATTATGTCCTGGCTGTCTAAAGATATCACTCAATTCTTGAGGAAGGCCAAAGAAAA
TGAAGAGTTCCTCATAGGATTTAACATTACGTCCAAGGGACGCCAGCTGCCAAAGAGGAGGTTACC
TTTTCCAGAGCCTTATATCTTGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGTA
TCAAGCTTACAGGGACACCGGAATTTTCCCACTGGAACTGTTCCCAAATGGGATAGCCACATCAGA
GCTGCCCTTTCCATTGAGCGGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAA
CGAGCTTCCTGGGGCAGAATACCAGTATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCCTTACA



AGACCCTTCAGGCTCAGGCCCCTGAAAAGAGTAAGAATAAAAAGAAACAGAGAAAGGGGCCTCAT
CGGAAGAGCCAGACGCTCCAATTTGATGAGCAGACCCTGAAAAAGGCAAGGAGAAAGCAGTGGAT
TGAACCTCGGAATTGCGCCAGGAGATACCTCAAGGTAGACTTTGCAGATATTGGCTGGAGTGAATG
GATTATCTCCCCCAAGTCCTTTGATGCCTATTATTGCTCTGGAGCATGCCAGTTCCCCATGCCAAAG
TCTTTGAAGCCATCAAATCATGCTACCATCCAGAGTATAGTGAGAGCTGTGGGGGTCGTTCCTGGG
ATTCCTGAGCCTTGCTGTGTACCAGAAAAGATGTCCTCACTCAGTATTTTATTCTTTGATGAAAATAA
GAATGTAGTGCTTAAAGTATACCCTAACATGACAGTAGAGTCTTGCGCTTGCAGATAACCTGGCAAA
GAACTCATTTGAATGC

>ENA|JAAH96270|AAH96270.1 Homo sapiens (human) bone morphogenetic protein 3
ATGGCTGGGGCGAGCAGGCTGCTCTTTCTGTGGCTGGGCTGCTTCTGCGTGAGCCTGGCGCAGG
GAGAGAGACCGAAGCCACCTTTCCCGGAGCTCCGCAAAGCTGTGCCAGGTGACCGCACGGCAGG
TGGTGGCCCGGACTCCGAGCTGCAGCCGCAAGACAAGGTCTCTGAACACATGCTGCGGCTCTATG
ACAGGTACAGCACGGTCCAGGCGGCCCGGACACCGGGCTCCCTGGAGGGAGGCTCGCAG CCCT
GGCGCCCTCGGCTCCTGCGCGAAGGCAACACGGTTCGCAGCTTTCGGGCGGCAGCAGCAGAAAC
TCTTGAAAGAAAAGGACTGTATATCTTCAATCTGACATCGCTAACCAAGTCTGAAAACATTTTGTCTG
CCACACTGTATTTCTGTATTGGAGAGCTAGGAAACATCAGCCTGAGTTGTCCAGTGTCTGGAGGAT
GCTCCCATCATGCTCAGAGGAAACACATTCAGATTGATCTTTCTGCATGGACCCTCAAATTCAGCAG
AAACCAAAGTCAACTCCTTGGCCATCTGTCAGTGGATATGGCCAAATCTCATCGAGATATTATGTCC
TGGCTGTCTAAAGATATCACTCAATTCTTGAGGAAGGCCAAAGAAAATGAAGAGTTCCTCATAGGAT
TTAACATTACGTCCAAGGGACGCCAGCTGCCAAAGAGGAGGTTACCTTTTCCAGAGCCTTATATCT
TGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGTATCAAGCTTACAGGGACACC
GGAATTTTCCCACTGGAACTGTTCCCAAATGGGATAGCCACATCAGAGCTGCCCTTTCCATTGAGC
GGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAACGAGCTTCCTGGGGCAGAA
TACCAGTATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCCTTACAAGACCCTTCAGGCTCAGGC
CCCTGAAAAGAGTAAGAATAAAAAGAAACAGAGAAAGGGGCCTCATCGGAAGAGCCAGACGCTCC
AATTTGATGAGCAGACCCTGAAAAAGGCAAGGAGAAAGCAGTGGATTGAACCTCGGAATTGCGCC
AGGAGATACCTCAAGGTAGACTTTGCAGATATTGGCTGGAGTGAATGGATTATCTCCCCCAAGTCC
TTTGATGCCTATTATTGCTCTGGAGCATGCCAGTTCCCCATGCCAAAGTCTTTGAAGCCATCAAATC
ATGCTACCATCCAGAGTATAGTGAGAGCTGTGGGGGTCGTTCCTGGGATTCCTGAGCCTTGCTGT
GTACCAGAAAAGATGTCCTCACTCAGTATTTTATTCTTTGATGAAAATAAGAATGTAGTGCTTAAAGT
ATACCCTAACATGACAGTAGAGTCTTGCGCTTGCAGATAA

2.GenBank

>ENA|BC096270|BC096270.2 Homo sapiens bone morphogenetic protein 3, mRNA (cDNA
clone MGC:116935 IMAGE:40006303), complete cds.
TCAGCGTTGGAGTGGAGACGGCGCCCGCAGCGCCCTGCGCGGGTGAGGTCCGCGCAGCTGCTG
GGGAAGAGCCCACCTGTCAGGCTGCGCTGGGTCAGCGCAGCAAGTGGGGCTGGCCGCTATCTCG
CTGCACCCGGCCGCGTCCCGGGCTCCGTGCGCCCTCGCCCCAGCTGGTTTGGAGTTCAACCCTC
GGCTCCGCCGCCGGCTCCTTGCGCCTTCGGAGTGTCCCGCAGCGACGCCGGGAGCCGACGLCGC
CGCGCGGGTACCTAGCCATGGCTGGGGCGAGCAGGCTGCTCTTTCTGTGGCTGGGCTGCTTCTG
CGTGAGCCTGGCGCAGGGAGAGAGACCGAAGCCACCTTTCCCGGAGCTCCGCAAAGCTGTGCCA
GGTGACCGCACGGCAGGTGGTGGCCCGGACTCCGAGCTGCAGCCGCAAGACAAGGTCTCTGAAC
ACATGCTGCGGCTCTATGACAGGTACAGCACGGTCCAGGCGGCCCGGACACCGGGCTCCCTGGA
GGGAGGCTCGCAGCCCTGGCGCCCTCGGCTCCTGCGCGAAGGCAACACGGTTCGCAGCTTTCGG
GCGGCAGCAGCAGAAACTCTTGAAAGAAAAGGACTGTATATCTTCAATCTGACATCGCTAACCAAG
TCTGAAAACATTTTGTCTGCCACACTGTATTTCTGTATTGGAGAGCTAGGAAACATCAGCCTGAGTT
GTCCAGTGTCTGGAGGATGCTCCCATCATGCTCAGAGGAAACACATTCAGATTGATCTTTCTGCAT
GGACCCTCAAATTCAGCAGAAACCAAAGTCAACTCCTTGGCCATCTGTCAGTGGATATGGCCAAAT
CTCATCGAGATATTATGTCCTGGCTGTCTAAAGATATCACTCAATTCTTGAGGAAGGCCAAAGAAAA
TGAAGAGTTCCTCATAGGATTTAACATTACGTCCAAGGGACGCCAGCTGCCAAAGAGGAGGTTACC
TTTTCCAGAGCCTTATATCTTGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGTA
TCAAGCTTACAGGGACACCGGAATTTTCCCACTGGAACTGTTCCCAAATGGGATAGCCACATCAGA
GCTGCCCTTTCCATTGAGCGGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAA
CGAGCTTCCTGGGGCAGAATACCAGTATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCCTTACA



AGACCCTTCAGGCTCAGGCCCCTGAAAAGAGTAAGAATAAAAAGAAACAGAGAAAGGGGCCTCAT
CGGAAGAGCCAGACGCTCCAATTTGATGAGCAGACCCTGAAAAAGGCAAGGAGAAAGCAGTGGAT
TGAACCTCGGAATTGCGCCAGGAGATACCTCAAGGTAGACTTTGCAGATATTGGCTGGAGTGAATG
GATTATCTCCCCCAAGTCCTTTGATGCCTATTATTGCTCTGGAGCATGCCAGTTCCCCATGCCAAAG
TCTTTGAAGCCATCAAATCATGCTACCATCCAGAGTATAGTGAGAGCTGTGGGGGTCGTTCCTGGG
ATTCCTGAGCCTTGCTGTGTACCAGAAAAGATGTCCTCACTCAGTATTTTATTCTTTGATGAAAATAA
GAATGTAGTGCTTAAAGTATACCCTAACATGACAGTAGAGTCTTGCGCTTGCAGATAACCTGGCAAA
GAACTCATTTGAATGC

3.DDBJ

>ENA|AAH96270|AAH96270.1 Homo sapiens (human) bone morphogenetic protein 3
ATGGCTGGGGCGAGCAGGCTGCTCTTTCTGTGGCTGGGCTGCTTCTGCGTGAGCCTGGCGCAGG
GAGAGAGACCGAAGCCACCTTTCCCGGAGCTCCGCAAAGCTGTGCCAGGTGACCGCACGGCAGG
TGGTGGCCCGGACTCCGAGCTGCAGCCGCAAGACAAGGTCTCTGAACACATGCTGCGGCTCTATG
ACAGGTACAGCACGGTCCAGGCGGCCCGGACACCGGGCTCCCTGGAGGGAGGCTCGCAGCCCT
GGCGCCCTCGGCTCCTGCGCGAAGGCAACACGGTTCGCAGCTTTCGGGCGGCAGCAGCAGAAAC
TCTTGAAAGAAAAGGACTGTATATCTTCAATCTGACATCGCTAACCAAGTCTGAAAACATTTTGTCTG
CCACACTGTATTTCTGTATTGGAGAGCTAGGAAACATCAGCCTGAGTTGTCCAGTGTCTGGAGGAT
GCTCCCATCATGCTCAGAGGAAACACATTCAGATTGATCTTTCTGCATGGACCCTCAAATTCAGCAG
AAACCAAAGTCAACTCCTTGGCCATCTGTCAGTGGATATGGCCAAATCTCATCGAGATATTATGTCC
TGGCTGTCTAAAGATATCACTCAATTCTTGAGGAAGGCCAAAGAAAATGAAGAGTTCCTCATAGGAT
TTAACATTACGTCCAAGGGACGCCAGCTGCCAAAGAGGAGGTTACCTTTTCCAGAGCCTTATATCT
TGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGTATCAAGCTTACAGGGACACC
GGAATTTTCCCACTGGAACTGTTCCCAAATGGGATAGCCACATCAGAGCTGCCCTTTCCATTGAGC
GGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAACGAGCTTCCTGGGGCAGAA
TACCAGTATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCCTTACAAGACCCTTCAGGCTCAGGC
CCCTGAAAAGAGTAAGAATAAAAAGAAACAGAGAAAGGGGCCTCATCGGAAGAGCCAGACGCTCC
AATTTGATGAGCAGACCCTGAAAAAGGCAAGGAGAAAGCAGTGGATTGAACCTCGGAATTGCGCC
AGGAGATACCTCAAGGTAGACTTTGCAGATATTGGCTGGAGTGAATGGATTATCTCCCCCAAGTCC
TTTGATGCCTATTATTGCTCTGGAGCATGCCAGTTCCCCATGCCAAAGTCTTTGAAGCCATCAAATC
ATGCTACCATCCAGAGTATAGTGAGAGCTGTGGGGGTCGTTCCTGGGATTCCTGAGCCTTGCTGT
GTACCAGAAAAGATGTCCTCACTCAGTATTTTATTCTTTGATGAAAATAAGAATGTAGTGCTTAAAGT
ATACCCTAACATGACAGTAGAGTCTTGCGCTTGCAGATAA

ZO0ykpion petappacpévou CCDS pe TIg TPEIG TTOPAKATW aKOAOUBiEG:
S1: 5'3' Frame 1- OAn n akoAouBia.
S2: 5'3' Frame 3- MA¢ akoAouBia.
S3: 5'3' Frame 2-M1A€ akoAouBia pe TTapatrdvw voukAgoTidia yia 10 5’ dkpo.
S4: Metagppacpuévo CCDS.
10 20 30 40 50 60
I | I I | I
S1xxxx0 MAGASRLLFLWLGCFCVSLAQGERPKPPFPELRKAVPGDRTAGGGPDSELQPQDKVSEHM
SAxxxx3 MAGASRLLFLWLGCFCVSLAQGERPKPPFPELRKAVPGDRTAGGGPDSELQPQDKVSEHM

S3XXXX2 = e e e e e e e e e e e e e e e mm oo



S2xxxx1
Consensus

Prim.cons.

S1IXXXX0
S4XXXX3
S3XXXX2
S2xxxx1
Consensus

Prim.cons.

S1IXXXX0
SAXXXX3
S3XXXX2
S2xxxx1
Consensus

Prim.cons.

SIXXXX0
S4xXXXX3
S3XXXX2
S2xxxx1
Consensus

Prim.cons.

S1IXXXX0
SAXXXX3
S3XXXX2
S2xxxx1
Consensus

Prim.cons.

MAGASRLLFLWLGCFCVSLAQGERPKPPFPELRKAVPGDRTAGGGPDSELQPQDKVSEHM

70 80 920 100 110 120

| I | | I |
LRLYDRYSTVQAARTPGSLEGGSQPWRPRLLREGNTVRSFRAAAAETLERKGLYIFNLTS
LRLYDRYSTVQAARTPGSLEGGSQPWRPRLLREGNTVRSFRAAAAETLERKGLYIFNLTS
------------------------------------------- AAETLERKGLYIFNLTS
---------------------------------------------- TLERKGLYIFNLTS
2aeTLERKGLYIFNLTS

LRLYDRYSTVQAARTPGSLEGGSQPWRPRLLREGNTVRSFRAAAAETLERKGLYIFNLTS

130 140 150 160 170 180

| I | | I |
LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL
LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL
LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL
LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL
LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL

LTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLL

190 200 210 220 230 240

| I | | I |
GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI
GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI
GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI
GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI
GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI

GHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGFNITSKGRQLPKRRLPFPEPYI

250 260 270 280 290 300

| I | | I |
LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN
LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN
LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN
LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN
LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN

LVYANDAAISEPESVVSSLQGHRNFPTGTVPKWDSHIRAALSIERRKKRSTGVLLPLQNN



310 320 330 340 350 360

S1xxxx0 ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR
S4xXxXXX3 ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR
S3XXXX2 ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR
S2xxxx1 ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR

Consensus ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR

Prim.cons. ELPGAEYQYKKDEVWEERKPYKTLQAQAPEKSKNKKKQRKGPHRKSQTLQFDEQTLKKAR

370 380 390 400 410 420

| I | | I |

S1XXXXQ RKQWIEPRNCARRYLKVDFADIGWSEWIISPKSFDAYYCSGACQFPMPKSLKPSNHATIQ
SAXXXX3 RKQWIEPRNCARRYLKVDFADIGWSEWIISPKSFDAYYCSGACQFPMPKSLKPSNHATIQ
S3XXXX2 RKQWIEPRNCARRYLKVDFADIGWSEWIISPKSFDAYYCSGACQFPMPK-----------
S2xxxx1 RKQWIEPRNCARRYLKVDFADIGWSEWIISPKSFDAYYCSGACQFPMPK---=---=----

Consensus RKQWIEPRNCARRYLKVDFADIGWSEWIISPKSFDAYYCSGACQFPMPK

Prim.cons. RKQWIEPRNCARRYLKVDFADIGWSEWITISPKSFDAYYCSGACQFPMPKSLKPSNHATIQ

430 440 450 460 470
I I I I I
SIxXXXx0 SIVRAVGVVPGIPEPCCVPEKMSSLSILFFDENKNVVLKVYPNMTVESCACR
SAXXXX3 SIVRAVGVVPGIPEPCCVPEKMSSLSILFFDENKNVVLKVYPNMTVESCAR-
S3XXXX2  memmmememe e e e e eeemeeemeeeeeemeee-o----
S2XXXX1  mmeemmememe e eeeeeeememeeeeeeemeemeo--ooo-
Consensus

Prim.cons. SIVRAVGVVPGIPEPCCVPEKMSSLSILFFDENKNVVLKVYPNMTVESCA2R

A6 TnVv Tpdtreda CCDS Traipvoupe TNV TTOPaKATW PETAPPACIUN akoAouBia VOUKAEOTIDIWY Kal
METOQPACOUNE TO YAAACIO TTAQICIO avAyvwong TTOU QTTOTEAEI TNV PETAQPATIUN AEITOUPYIKA

TPWTEIVN.



S1 akoAouBia Baoewyv DNA

ATGECTGGGGCGAGCAGGCTGCTCTTTCTGTGEC TGGGCTGCTTCTGLGTGAGCCTGECGCAGGGAGAGA
GACCGAAGCCACCTTTCCCGGAGC TCCGCAAAGC TGTGCCAGGTGACCGCACGGCAGETGGTGGCCCGRA
CTCCGAGC TGCAGCCGCAAGACAAGGTCTCTGAACACATGCTGCGGCTCTATGACAGETACAGCACGGTC
CAGECEGCCCEEACACCGEECTCCCTEEAGGEAGGC TCECAGCCCTEECGCCCTCOGCTCCTGCGLGAAG
GCAACACGGTTCGCAGCTTTCGGGCGGCAGCAGCAGAAACTCTTGAAAGAAAAGGACTGTATATCTTCAA
TCTGACATCGCTAACCAAGTCTGAAAACATTTTGTCTGCCACACTGTATTTCTGTATTGGAGAGC TAGGA
AACATCAGCCTGAGTTETCCAGTGTCTGGAGGATGC TCCCATCATGCTCAGAGGAAACACATTCAGATTG
ATCTTTCTGCATGGACCCTCAAATTCAGCAGAAACCAAAGTCAACTCCTTGGCCATCTGTCAGTGGATAT
GGCCAMATCTCATCGAGATATTATGTCCTGGCTGTCTAAAGATATCACTCAACTCT TGAGGAAGGCCAAA
GAAAATGAAGAGTTCCTCATAGGAT TTAACATTACGTCCAAGGGACGLCAGCTGCCAAAGAGGAGGTTAC
CTTTTCCAGAGCCTTATATCTTGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGTATC
AAGCTTACAGGGACACCGGAATTTTCCCACTGGAACTGTTCCCAAATGGEATAGCCACAT CAGAGCTGCC
CTTTCCATTGAGCGGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAACGAGCTTCCTG
GGGCAGAATACCAGTATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCC TTACAAGACCCTTCAGGCTCA
GGCCCCTGAMAAGAGTAAGAAT AAAAAGAAACAGAGAAAGGGGCC TCATCGGAAGAGCCAGACGCTCCAA
TTTEATGAGCAGACCCTGAAAAAGGCAAGGAGAAAGCAGTGGATTGAACCTCGGAATTGCGCCAGGAGAT
ACCTCAAGGTAGACTTTGCAGATATTGGC TGGAGTGAATGGATTATCTCCCCCAAGTCCTTTGATGCCTA
TTATTGCTCTGEAGCATGCCAGTTCCCCATGCCAAAGTCTTTGAAGCCATCAAATCATGC TACCATCCAG
AGTATAGTGAGAGCTGTGGGGGETCGTTCCTGGEGATTCCTGAGCCTTGCTGTGTACCAGAAAAGATGTCCT
CACTCAGTATTTTATTCTTTGATGAAAATAAGAATGTAGTGCTTAAAGTATACCCTAACATGACAGTAGA
GTCTTGCGCTTGCAGATAA

FRAME S1 — Metagpaon — akoAoubBia auivogEwv
5

w
T
=
Q
3
D
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Stop

S2-10 PTTAE KOUMATI TNG VOUKAEOTIBIKNG aKoAouBiag.

AAACTCTTGAAAGAAAAGGACTGTATATCTTCAATCTGACATCGCTAACCAAGTCTGAAAACATTTTGTCTGCCAC
ACTGTATTTCTGTATTGGAGAGCTAGGAAACATCAGCCTGAGTTGTCCAGTGTCTGGAGGATGCTCCCATCATGCT
CAGAGGAAACACATTCAGATTGATCTTTCTGCATGGACCCTCAAATTCAGCAGAAACCAAAGTCAACTCCTTGGCC
ATCTGTCAGTGGATATGGCCAAATCTCATCGAGATATTATGTCCTGGCTGTCTAAAGATATCACTCAACTCTTGAG
GAAGGCCAAAGAAAATGAAGAGTTCCTCATAGGATTTAACATTACGTCCAAGGGACGCCAGCTGCCAAAGAGGAGG
TTACCTTTTCCAGAGCCTTATATCTTGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGTATCAG
CTTACAGGGACACCGGAATTTTCCCACTGGAACTGTTCCCAAATGGGATAGCCACATCAGAGCTGCCCTTTCCATT
GAGCGGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAACGAGCTTCCTGGGGCAGAATACCAGT
ATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCCTTACAAGACCCTTCAGGCTCAGGCCCCTGAAAAGAGTAAGAA
TAAAAAGAAACAGAGAAAGGGGCCTCATCGGAAGAGCCAGACGCTCCAATTTGATGAGCAGACCCTGAAAAAGGCA
AGGAGAAAGCAGTGGATTGAACCTCGGAATTGCGCCAGGAGATACCTCAAGGTAGACTTTGCAGATATTGGCTGGA
GTGAATGGATTATCTCCCCCAAGTCCTTTGATGCCTATTATTGCTCTGGAGCATGCCAGTTCCCCATGCCAAAG

FRAME S2


https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.149879,1
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,1
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,60
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,187
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,195
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,407
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,442
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.24723,1,464

5'3' Frame 3
TLERKGLYIFNLTSLTKSENILSATLYFCIGELGNISLSCPV
SGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLLGHLSYV

S3 - Metag@pdloupe TO PTTAE KOPMUATI TNG OKOAOUBIaG pE HEPIKA VOUKAEOTIDIO TTPIV
atd auTAv.

GCAGCAGAAACTCTTGAAAGAAAAGGACTGTATATCTTCAATCTGACATCGCTAACCAAGTCTGAAAACATTTTGT
CTGCCACACTGTATTTCTGTATTGGAGAGCTAGGAAACATCAGCCTGAGTTGTCCAGTGTCTGGAGGATGCTCCCT
CATGCTCAGAGGAAACACATTCAGATTGATCTTTCTGCATGGACCCTCAAATTCAGCAGAAACCAAAGTCAACTCT
TGGCCATCTGTCAGTGGATATGGCCAAATCTCATCGAGATATTATGTCCTGGCTGTCTAAAGATATCACTCAACTC
TTGAGGAAGGCCAAAGAAAATGAAGAGTTCCTCATAGGATTTAACATTACGTCCAAGGGACGCCAGCTGCCAAAGA
GGAGGTTACCTTTTCCAGAGCCTTATATCTTGGTATATGCCAATGATGCCGCCATTTCTGAGCCAGAAAGTGTGGT
ATCAAGCTTACAGGGACACCGGAATTTTCCCACTGGAACTGTTCCCAAATGGGATAGCCACATCAGAGCTGCCCTT
TCCATTGAGCGGAGGAAGAAGCGCTCTACTGGGGTCTTGCTGCCTCTGCAGAACAACGAGCTTCCTGGGGCAGAAT
ACCAGTATAAAAAGGATGAGGTGTGGGAGGAGAGAAAGCCTTACAAGACCCTTCAGGCTCAGGCCCCTGAAAAGAG
TAAGAATAAAAAGAAACAGAGAAAGGGGCCTCATCGGAAGAGCCAGACGCTCCAATTTGATGAGCAGACCCTGAAA
AAGGCAAGGAGAAAGCAGTGGATTGAACCTCGGAATTGCGCCAGGAGATACCTCAAGGTAGACTTTGCAGATATTG
GCTGGAGTGAATGGATTATCTCCCCCAAGTCCTTTGATGCCTATTATTGCTCTGGAGCATGCCAGTTCCCCATGCC
AAAG

FRAME S3
5'3' Frame 1

AAETLERKGLYIFNLTSLTKSENILSATLYFCIGELGNISLS
CPVSGGCSHHAQRKHIQIDLSAWTLKFSRNQSQLLGHLSYV

FRAME S4-Metagpaouévo CCDS

MAGASRLLFLWLGCFCVSLAQGERPKPPFPELRKAVPGDRTAGGGPDSELQPQDKVS
EHMLRLYDRYSTVQAARTPGSLEGGSQPWRPRLLREGNTVRSFRAAAAETLERKGLY
IFNLTSLTKSENILSATLYFCIGELGNISLSCPVSGGCSHHAQRKHIQIDLSAWTLK
FSRNOSOLLGHLSVDMAKSHRDIMSWLSKDITQLLRKAKENEEFLIGENITSKGROL
PKRRLPEFPEPYILVYANDAAISEPESVVSSLOGHRNEFPTGTVPKWDSHIRAALSIER
RKKRSTGVLLPLONNELPGAEYQYKKDEVWEERKPYKTLOAQAPEKSKNKKKQRKGP
HRKSQTLOQFDEQTLKKARRKOWIEPRNCARRYLKVDFADIGWSEWITISPKSEDAYYC
SGACQFPMPKSLKPSNHATIQSIVRAVGVVPGIPEPCCVPEKMSSLSILFFDENKNI
VLKVYPNMTVESCAR


https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.172773,3
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.25597,3,1
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.25597,3,81
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.25597,3,89
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.25597,3,301
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.28604,1
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.28604,1,1
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.28604,1,84
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.28604,1,92
https://web.expasy.org/cgi-bin/translate/dna_sequences?/work/expasy/tmp/http/seqdna.28604,1,304

270 TTAPAKATW OXAMG eP@aviovTal OAa Ta ChuEia avayvwpiong TTEPIOPICTIKWY
£VOOVOUKAEao WYV oTnv aAAnAouyia Tou DNA.

*¥BsmBI
h

537 aa

Msll

-

1 Lbetduutiaduotiad vt tosabdtiad st et d et d ot a vl toeabeadosd sttt . 1715

| [ I R |

[ |

| [

*Ecil PFIFI Acul BtsI TFil Ms1l
*Smal Tthi1ll BmrI Sphl Drdl
¥Aval BfuRl ¥Afel BstZ171
*TepMl BspMI ¥BsrBl
BsoBI Tspd51 Bsalll
*¥mal BsiHKAIL HindIII
*BsiEl Sacl *HpyCH4IY
*Eagl Eco53kI EcoRY
Bsgl *Begl Tagl
*Esp3I Ncol HincII
¥BsmBI Btgl Opnl
Kpnl #Mbol
ACCES] #Dpnll
*Nael Sau3Al
¥NgoMIV PFIMI
¥BsrFl *¥BtgZl

O1 TTivakeg TTou akoAouBoUV TTapaBETOuV TIG TTEPIOPIOTIKEG EVEOVOUKAEATEG TTOU £XOUV 2 Kail 3
€mavaARYeIg TWV onueiwv avayvwpiong 6mou ‘k6ouv’ To DNA. EmitrAéov @aivovTai ol
aAAnAouyigg TTou avayvwpifouv kaBwg kai n 8€on Toug oTnv aAucida.

2 cutters
unnamed sequence :
Number of cuts 0K Save as text file 3 cutters
unnamed sequence

# | Enzyme Specificity S';:e:kf (blun(fl-lg?:):h—“;? =1 Number of cuts D 0K Save as text file
1| Acel GTME BC list |1401/1403. 1650/1652 : —
2 [ Aol RmTY List_[762/755, 10601064 2 ||| Sy Sﬂ':’:kf (blu:i‘_'ts?:;_“f’;se o
j ECE:IAI E?TG;CG‘N}” R ﬁ 222; g,s ;gig;: 1| AlwNI | cac wmwcre list |60/57. 716/713, 1336/1333

. st 20 - 2| Avall |cewcc list |*47/50, *2478/481. 774/777
2 \Bpul0l |°° PR | Dot POdRNL D097 3[Banl  |cetRccC list |*20/24, 2611265, £528/532
e e M T e
g B:eR_I GAGGAG (M) 5 i: 976/974, 12321230 3| BsmAl | STCTATAMN, List (9713, 334338, 11240
s TBaol [ecrcrrrm T P 6| BisC1 | ceare list_[728/726, 1210/1208. 1524/1522
10| BBl |GemACC | Lst |383/388. 966971 AL VN List 162261, 4697171, 198311963
oo e T ia b ss0 50 0 8|Bal |crorzovmm, list_[61/64, 9031906, 1298/1301
12 | Eco01091 | EEenC c¥ list |1252/1255, 12921295 o\ Fold |Fete(e PO | Lst [B0/70, LML DIVDL
5 Triont Ty . T 10] Hindl _|cvam C list_[410/413, 1564/1567, 1670/1673
14 | Hpy991 CGWCG™ Q ‘238.-:233 *251/246 11 | MspAll CHG:CKG 11_51 57,170,952
15 | KasI ecec List [F2024.%528532 2Pl =7 Lst 17,170,952
16 | Myl GAGTCEI\U&: E 404, 15?9 13 | Real A = h—“ 263:_470: L8 -
T —— T FrEp 14| SENI | GCATC(N) s MNN_ | List |713/717. 997/1001, 1444/1448

- 2= : : 15|51 |comc e list |270/274. 808/812, 939/943
18 | Msel TTAA list [927/929, 1644/1646 2t
19 | Nad cEcE oo list |*21/23.*529/531
20 | NmeATTT | GCCGAG (M) 15 6" | list |169/167. 514/512
21 | Nspl R _CATG'Y list |451/447, 1479/1475
22 | Plel GAGICNNNNN list |404/405, 1678/1679
23 | Pl € GCeCT list |*24/20, *532/528
24 | Pstl C_TGCATG list |423/419, 1164/1160
25 | Sapl GCTCITCN'NEN, | List |61/64, 1298/1301
26 | Sfel CTTRYA G list |419/423, 1160/1164
27 | sfol GECIECe List |*22. *530
28 | SmiT CTIRA G list_[886/890, 1394/1398




RestStart

PCRStart
HaeIII Smal
HpalI Taqgl HpaTll
EpnI Zval HincII HindIIT EcoRI Mspl
MspI ¥XhoI Tagl ClaT EcoRV REval
Rsal Epal 5alT Tagl Alul Tagl Xmal
ggtaccgggcocccoccocctcgaggtcgacggtatcgataagettgatatcgaattecccccgggaccaaaatggcaagtaaaa
~10 ~20 ~30 ~40 ~50 ~e0 ~70

ccatggcoccgggggggagotocagetgocatagetattegaactatagettaagggggecctggttttacegtteatttt

M 5§ H L A
tagcctgatgggataggctctaagtcoccaacgaaccagtgtcaccactgacacaatgaggaaaaccATGTCACATCTCGCA
~90 ~100 ~110 ~1Z20 ~130 ~140 ~150
atcggactaccctatccgagattcaggttgecttggtcacagtggtgactgtgttactcecttttggtacagtgtagagegt
Tagl
BstUI
CfoI
HaeIIT BstUIL HhaT SspI
E L v A 8 A K A A I 858 0 A 5 D V A A L D NV E V E T L
GRACTGGTTGCCAGTGCGRAAGGCGGECCATTAGCCAGGCGTCAGATGTTGCCGCGTTAGATARATGTGCGCGTCGRATATTT
~170 ~180 ~190 ~200 ~210 ~220 ~230
cttgaccaacggtcacgcttccgeccggtaatcggteccgecagtctacaacggecgecaatctattacacgecgecagecttataaa
Alul
PvuIl
MboII
HpaIll
Msel AluT MspI
= K E 6 H L T L. o Mm TTL R E L F P E E R F A A G A V
GGETARRAARRRAGGGCACTTAACCCTTCAGATGACGACCCTGCGTGAGCTGCCGCCAGAAGAGCGTCCEGCAGCTGETGCEE
~250 ~260 ~270 ~280 ~250 ~300 ~310
cccatttttteccecgtgaattgggaagtctactgectgggacgecactecgacggecggtecttetecgecaggeccgtecgaccacgec

BstUI
CcfoI CcfoI Cfol
Ehal HhaT Hhal

I N E A K E 0 VvV ¢ ¢ A L N A R E A E L E 8 A A L N A
TTATCAACGAAGCGARAGAGCAGGTTCAGCAGGCGCTGAATGCGCGTARAGCGGAACTGGARAGCGCTGCACTGAATGCG
~330 ~340 ~350 ~360 ~370 ~380 ~350
aatagttgcttcgctttctegtceccaagtegteccgegacttacgegecatttegeecttgacctttegegacgtgacttacge

BstUI
CfoI HpaTll
Ehal MspI Rsal

R L A A E T I D V §8 L P @ R R I E N GG L H P V T R T
CGTCTGECEECEEAARACGATTGATGTCTCTCTGCCAGGTCGTCGCATTGARRARCGECGGTCTGCATCCGGTTACCCGTAC
~410 ~420 ~430 4410 ~450 ~4an ~470

Me KOKKIVO TTAQicI0 £Xouv eTTIoNPavOEi Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



HpaII
MspI
HaeIII
MboII HpaII
Tagl Tagl 2lul MspI Tagl MboTI
I b R I E §8 F F G EL &G F T WV~ T G PF E I E D D Y H N
CATCGACCGTATCGRAAAGCTTTCTTCGETGAGCTTGGCTTTACCGTGECAACCGEGCCGGRARATCGARCACGATTATCATA
~450 ~500 ~510 ~520 ~530 ~540 550
gtagctggcatagctttcaaagaagccactcgaaccgaaatggocaccgttggoccggeoctttagecttctgotaatagtat
Cfol
BstUI
Cfol
BssHII
BstUI
CfolI
Hhal
BssHII
Hpall HhaT
Tagl MspI HhaT
F pD A L N I P G H H P A RADUHU DT F W F D TTE L
ACTTCGATGCTCTGARCATTCCTGETCACCACCCGGCECGCGCTGACCACGACACTTTCTGGTTTGACACTRACCCGCCTG
~570 ~580 ~550 ~600 ~6l10 ~620 ~630
tgaagctacgagacttgtaaggaccagtggtgggecgegegegactggtgectgtgaaagaccaaactgtgatgggeggac

HaeIIT
MeoT CcfoI
NdeIT HhaT
Rsal Rsal HinfI BstUI

L R T ¢ T 8 ¢& v ¢ I R T M K A 0 ¢ P P I R I I A P G R

CTGCGTACCCAGACCTCTGGCGTACAGAT CCGCACCATGRARGCCCAGCAGCCACCGATTCETATCATCGCECCTGECCE
~&30 ~gel ~&70 ~g80 ~e30 ~700 ~710

gacgcatgggtctggagaccgcatgtctaggecgtggtactttecgggtcgtecggtggectaagecatagtagecgecggaccgge

HinfI

vy ¥y R N D Y DO THT P M F H Q M E G L I VvV DD T N I 5

TGETTTATCGTRACGACTACGACCAGACTCACACGCCGATETTCCATCAGATEGRARAGGETCTGATTGTTGRATACCARCATCA
~T730 ~T740 ~750 ~Tel ~T770 ~T80 ~730

acaaatagcattgctgatgctggtctgagtgtgeggectacaaggtagtctaccttocagactaacaactatggttgtagt

MboII
Zlul HinfI
F T ¥ L K ¢& T L H D F L R N F F E E D L © I R F R P

GCTTTACCRACCTGARAGGCACGCTGCACGACTTCCTGCGTRAACTTCTTTGAGGRAGATTTGCAGATTCGCTTCCGTCCT
~810 ~820 ~830 ~840 ~850 ~860 ~870

cgaaatggttggactttcegtgcgacgtgectgaaggacgecattgaagaaactecttectaaacgtectaagegaaggcagga

PstI RatII
s ¥ ¥ P F T E P § A E V D V M ¢ E N G KWL E WV L G C

Me KOKKIVO TTAQiCI0 £Xouv eTTIoNPavVOEi Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



TCCTACTTCCCETTTACCGAACCTTCTGCAGAACTGCEACGTCAT GEETARAAAACGGTAAATCGCTEGCGARGTEGCETGEECTE
~890 ~900 ~910 ~920 ~930 ~940 ~950
aggatgaagggcaaatggettggaagacgtcocttecacctgeocagtacceatttttgeocatttaccgaccttecacgaccegac
HpaIl
MspI
Tagl
G M v H P N V L R N VvV & I 0 P E ¥V ¥ 8 G F & F G M G M
CEEGEATGETGCATCCGAACGTETTGCETAACGTTGGCAT CGACCCGEAACTTTACTCTGETTTCGECTTCGEEATGEEGA
~970 ~980 ~9%0 ~1000 ~1010 ~1020 ~1030
gccctaccacgtaggocttgecacaacgeattgeoaaccgtagotgggoccttecaaatgagaccaaagecgaagoecctaceeet
MboI
MboIT Tagl NdeII
E R L. T M L R ¥ ¢& v T b L. £ §8 F F E N D L R F L E 0Q
TEEAGCETCTGACTATGTTGCETTACGGCGTCACCGACCTGCGTTCATTCTTCGAARACGATCTECGTTTCCTCARACAG
~1050 ~1060 ~1070 ~1080 ~1090 ~1100 ~1110
acctcgcagactgatacaacgcaatgecgecagtggoctggacgcaagtaagaagettttgetagacgecaaaggagtttgte

Dral HpalIl
MselI BstUI MspI
F E Z
TTTARATARggCcAJgaatagattatgaaatteagtgaactgtggttacgogaatgggtyaaccoggogattgatagegat
~1130 ~1140 ~1150 ~11&0 ~1170 ~1180 ~1190

aaatttattccgteocttatctaatactttaagtecacttgacaccaatgegettacccacttgggecgctaactategeta

Spel
BamHT
CfoI Mbol HaeIII SacII
Hhal HaeIII NdeII ¥bal NotI BstUI
gogetggcaaatcaaatcactatggegggectggaagttgggggatecactagttotagageggecogecacegeggtgga
~1210 ~1220 ~1230 ~1240 ~1250 ~1260 ~1270

cgcgaccgtttagtttagtgatacegececggaccttcaaccoccctaggtgatcaagatetecgoecggeggtggegecaccet
Sacl
Rlul HinfI HaeIII
S L A vV VvV L ¢ R R D W E N P G
gctocaatteocgecctatagtgagtegtattacaATTCACTGECCETCGTTTTACAACCTCGTGACTGEEARARRACCCTGGE
~1290 ~1300 ~1310 ~1320 ~1330 ~1340 ~1350
cgaggttaagcgggatatcactcageocataatgttaagtgaccggcagcaaaatgttgecagecactgaccettttgggaceg

MboI
NdeII
RluI MboII
Msel Pvull HaeIII EBvul

v T ¢ L N R L A A H P P F A & W R N & E E A R T D R P

GTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGECETAATAGCCAAGAGGZCCCGCACCCGATCECCT
~1370 ~1380 ~1390 ~1400 ~1410 ~1420 ~1430

caatgggttgaattagecggaacgtcgtgtagggggaaageggtogaccgecattatcgottoctcocgggecgtggoctageggy

Me KOKKIVO TTAQiCI0 £Xouv eTTIoNPavVOEi Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



CfoI MseI
CfoI Hhal CfoI CfoI
Hhal BstUI Hhal HhaT
5 ¢ 0 L. R 5 L N G E W
TTCCCAACAGTTGCGCAGCCTGRAATGGCGAATGGgacgegecectgtageggegecattaagocgegyecgggtgtggtggtta
~1450 ~1460 ~1470 ~1480 ~1430 ~1300 ~1510
aagggttgtcaacgcgtcggacttaccgecttaccctgecgecgggacatcgoccgegtaattocgogocgoccacaccaccaat

CfoI
HhaI CfoI Cfol
BstUI Hhal Hhal MboII
cgcgcagcgtgaccgctacacttgeccagegeocctagegececgoctococtttegetttetteccttectttetegecacgtte

~1530 ~1540 ~1550 ~1560 ~1570 ~1580 ~15%0
gcgecgtogecactggegatgtgaacggtegegggatocgocgggogaggaaagogaaagaagggaaggaaagageggtgeaayg

Nael

HpaIll

MspI Blul Tagl
gcoggcoctttecoccogtcaagoctectaaatcgggggectoccctttagggttcogatttagtgetttacggcacctocgacococaa

~1610 "1620 ~1630 ~1e40 ~1650 ~1leed ~1670
cggccgaaaggggcagttcgagatttagecoccocgagggaaatcccaaggectaaatcacgaaatgecgtggagectggggtt

HaseIII HinfI
aaaacttgattagggtgatggttcacgtagtgggeccatecgececctgatagacggtttttegeoecctttgacgttggagtcea
~1690 ~1700 ~1710 ~1720 ~1730 ~1740 ~1750

ttttgaactaatceccactaccaagtgecatcaccecggtagegggactatetgecaaaaagegggaaactgcaaccteaggt

Msel HinfT
cgttctttaatagtggactcttgttccaaactggaacaacactcaaccctatctecggtectattettttgatttataaggg
~1770 ~1780 ~17390 ~1800 ~1810 ~1820 ~1830

caagaaattatcacctgagaacaaggtttgaccttgttgtgagttgggatagagccagataagaaaactaaatatteccec

Msel BstUI MselI
HaeIII Msel Alul Msel Msel Sepl
attttgccgatttcggecctattggttaaaaaatgagectgatttaacaaaaatttaacgecgaattttaacaaaatattaac
~1850 ~1860 ~1870 ~1880 ~1890 ~15%00 ~15910

taaaacggctaaagccggataaccaattttttactcgactaaattgtttttaaattgecgecttaaaattgttttataattg

BstUI
Cfol
Hhal
gcttacaatttaggtggecacttttoggggaaatgtgogoggaacccctatttgtttatttttotaaatacattecaaatat
~1530 ~1540 ~1550 ~1560 ~1570 ~1980 ~15950

cgaatgttaaatccaccgtgaaaagcccctttacacgecgeccttggggataaacaaataaaaagatttatgtaagtttata
Sspl MboII
M 5 I ©Q H F R
gtatccgctcatgagacaataaccctgataaatgecttcaataatattgaaaaaggaagagtATGAGTATTCARACATTTCC
~2010 ~2020 ~2030 ~2040 ~2050 ~2080 ~2070
cataggcgagtactctgttattgggactatttacgaagttattataactttttocttctecatactcataagttgtaaagy

Me KOKKIVO TTAQiCI0 £Xouv eTTIoNPavVOEi Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



v A L I P F F A A F C L P V F A H P E T L V K WV E D
GTGTCGCCCTTATTCCCTTTTTTGCGECATTTTGCCTTCCTGTTTTTGCTCACCCAGRARCGCTGGTGRARAAGTRARRAGAT
~2090 ~2100 ~2110 ~2120 ~2130 ~2140 ~2150
cacagcgggaataagggaaaaaacgccgtaaaacggaaggacaaaaacgagtgggtcectttgecgaccactttecattttcta
MboI MboI MboI
NdeII MboII Tagl NdeII NdeII
A E D QL G A RWV G Y I EL D LN S ¢ E I L E S F R P
GCTGAAGATCAGTT GGGTGCACGAGTGGETTACAT CGARCTGGATCTCARACAGCEGTAAGATCCTTGAGAGTTTTCGCCC
~2170 ~2180 ~2180 ~2200 ~2210 ~2220 ~2230
cgacttctagtcaacccacgtgectcacccaatgtagecttgacctagagttgtegeccattectaggaactectocaaaageggyg

BstUI
Dral Cfol HpalTl
MboIl Msel Hhal MspI

E E R F P M M 5 T F KV L L ¢ &G A Vv L 8 R I D A G Q@ E
CGARGARACGTTTTCCAATGATGAGCACTTTTARAGTTCTGCTATGTGGCGCGETATTAT CCCGTATTGACGCCGGEGGCARAG
~2250 ~"2260 ~2270 ~2280 ~2290 ~2300 ~2310
gcttecttgeaaaaggttactactocgtgaaaatttcaagacgatacaccgegoccataatagggcataactgoggecogttc
Esal
DdeI Scal
g L. ¢ R R I H ¥ 5 ¢ N D L. V E ¥ 8 P ¥V T E E H L T D
AGCARACTCGGTCGCCGCATACACTATTCTCAGARTGACTTGGTTGAGTACTCACCAGTCACAGARAAGCATCTTACGGAT
~2330 ~2340 ~2350 ~2360 ~2370 ~2380 ~2390
tcgttgagoccagecggcgtatgtgataagagtcecttactgaaccaactcatgagtggtcagtgtecttttcgtagaatgecta
Mbol
HaeIII NdeII
Z M T v R E L ¢ 8§ A A I T M 8§ D N T 2 A N L L L T T I
GGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTECGGCCARCTTACTTCTGACAACGAT
~2410 ~2420 ~2430 ~2440 ~2450 ~2460 ~2470
ccgtactgtcattctcttaatacgtcacgacggtattggtactcactattgtgacgeoocggttgaatgaagactgttgeta

MboI MboI HpaIl
Bwvul Alul NdeITI NdeIT MspT
Z & P K E L T A F L H N M ¢ D HV TJERULDZRMWE P E L
CGGRAGGACCCGARAGGAGCTAACCGCTTTTTTGCACRAACATCGCCEGATCATCTRAACTCCECCTTGATCGTTGGGRACCGEAGT
~2490 ~2500 ~2510 ~2520 ~2530 ~2540 ~2550
gcctectggecttoctecgattggecgaaaaaacgtgttgtaccececctagtacattgageggaactagcaacccttggecteg
Cfol
Hhal Msel
N E A I P N D E R D T TM P V A M 2 T T L R KL L T
TGAATGAAGCCATACCARACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCARCARCGTTGCGCARACTATTAACT
~2570 ~25380 ~2580 ~2600 ~2el0 ~2620 ~2e30
acttacttcggtatggtttgctgeoctecgecactgtggtgctacggacatcgttaccgttgttgcaacgecgtttgataattga
HpaIl
MspI Msel

veacerint windose farne

Me KOKKIVO TTAQiCI0 £Xouv eTTIoNPAvVOEi Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



Elul VepI
Z E L L T L A 5§ R @ 0 L I D W M E A D E V A G P L L R
GECGEAACTACTTACTCTAGCTTCCCGGUAACAATTAATAGACTGEATGGAGGCGEATARAGTTEGCAGGACCACTTCTGCG
~2650 ~2660 ~2e70 ~2680 ~2680 ~2700 ~2710
ccgcttgatgaatgagatcgaagggeccgttgttaattatctgacctacctcecgectatttcaacgtcctggtgaagacge
HaeIII
Cfol HpaIl HpaIll
Hhal MspI MspI BstUI
s A L P B & W F I A D K & G A G E R G &8 R & I I A A L
CTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGEGAGCCGETGAGCGTGEGTCTCGCGGTATCATTECAGCAC
~2730 ~2740 ~2750 ~2760 ~2770 ~2780 ~279%0
gagccgggaaggccgaccgaccaaataacgactatttagacctocggecactegecacccagagecgeccatagtaacgtegtyg
HaeIII HinfI
Z P D & E P 8 R I ¥V Vv I ¥ T T G &5 ¢ A T M D E E N R
TGEGEECCAGATGEGTAAGCCCTCCCGTATCGTAGTTAT CTACACGACGGGGAGTCAGGCAACTATGGATCARACGRARATAGA
~2810 ~"28Z20 ~2830 ~2840 ~2850 ~28e0 ~"Z2870
accccggtctaccattcgggagggcatagecatcaatagatgtgetgececctecagteocogttgatacctacttgetttatet

MboI
NdeII Msel
Q I A E I G A 8§ L I K H W 2
CAGATCGCTGAGATAGETGCCTCACTGATTRAACGCATTGETARCctgtcagaccaagtttactcatatatactttagattga
~2880 ~2900 ~2910 ~2920 ~2930 ~2940 ~2950
gtctagocgactectatccacggagtgactaattcgtaaccattgacagtcoctggttcaaatgagtatatatgaaatcetaact

Mbeol
Dral
Dral Msel MboI
Msel Msel NdeII NdeITI MboII Msel
tttaaaacttcatttttaatttaaaaggatctaggtgaagatcctttttgataatctcatgaccaaaatcccttaacgtyg
~2970 ~2980 ~2990 ~3000 ~3010 ~3020 ~3030

aaattttgaagtaaaaattaaattttcctagatccacttctaggaaaaactattagagtactggttttagggaattgcac

MboII BstUI
MbhoT Mbol Mbol Cfol
DdeT Ndell NdeII NdeII HhaT
agttttcgttccactgagecgtcagacccoccgtagaaaagatcaaaggatecttettgagatcctttttttectgegegtaate
~3050 ~3060 ~3070 ~3080 ~30%90 ~3100 ~3110

tcaaaagcaaggtgactcgcagtctggggecatcttttctagtttcctagaagaactectaggaaaaaaagacgecgcattag

MboI
NdeIT
HpaIl
MspI Blul
tgctgcttgoaaacaaaaaaaccaccgotaccagoggtggtttgtttgccggatocaagagotaccaactotttttocgaa
~3130 ~3140 ~3150 ~31e0 ~3170 ~3180 ~31%0

acgacgaacgtttgtttttttggtggcgatggtcgccaccaaacaaacggcctagttctcgatggttgagaaaaaggectt

Me KOKKIVO TTAQiCI0 £Xouv eTTIoNPavVOEi Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



Hhal MboII HaeIII
ggtaactggcttcagcagagcocgcagataccaaatactgttcttectagtgtageococgtagttaggeoccaccacttcaagaact
~3210 "3220 ~3230 ~3240 ~3250 ~3260 ~3270

ccattgaccgaagtcgtectcgegtctatggtttatgacaagaagatcacatecggecatcaateccggtggtgaagttecttga
HpaIl
MepI
ctgtagcaccgectacatacctogototgotaatectgttaccagtggetgectgeccagtggegataagtegtgtettace
~3280 ~3300 ~3310 ~3320 ~3330 ~3340 ~3350
gacatcgtggcggatgtatggagecgagacgattaggacaatggtecaccgacgacggtcaccgectattcagecacagaatgg

Hpall Cfol
HinfI MspI Hhal 2lul
gggttggactcaagacgatagttaccggataaggcgecagcggtecgggctgaacyggggggttegtgecacacagecccagett
~3370 ~3380 ~3350 ~3400 ~3410 ~3420 ~3430

cccaacctgagttetgetatcaatggectattocgogtegocageccgacttgoccoccaagoacgtgtgtegggtegaa

CfoI
DdeI Alurl Hhal
ggagcgaacgacctacaccgaactgagatacctacagocgtgagetatgagaaagecgecacgecttococcgaagggagaaagyg
~3450 ~34&0 ~3470 ~3480 ~3490 ~3500 ~3510

cctcgcttgectggatgtggecttgactectatggatgtegeactegatactectttegeggtgecgaagggettececctetttee

Hpall Cfol
MspI Hhal Alul
cggacaggtatccggtaageggcagggteggaacaggagagogecacgagggagettecagggggaaacgectggtatett
~3530 ~3540 ~3550 #3560 ~3570 ~3580 ~3580

gcctgtccataggeccattegoccgtcoccageccttgtectetegegtgeocteccctecgaaggteccccoctttgeggaccatagaa

Tagl
tatagtectgtegggtttogocacctotgacttgageogtegatttttgtgatgetegtcaggggggoggagectatggaa
~3e10 "3620 ~3630 ~3640 ~3650 3660 ~3e70

atatcaggacagcccaaagcggtggagactgaactcgecagcoctaaaaacactacgagcagtcccocccgocctocggatacctt

HaeIII
BstUI HaeIII HaeIII
aaacgccagcaacgcggcctttttacggttcctggeccttttgectggeocttttgectcacatgttetttcctgegttatece
~3650 ~3700 ~3710 ~3720 ~3730 ~3740 ~3750

tttgcggtcgttgegeccggaaaaatgoccaaggaccggaaaacgaccggaaaacgagtgtacaagaaaggacgcaataggg

HinfI
CfoI
HinfI 2lul Hhal
ctgattectgtggataaccgtattacocgecctttgagtgagetgatacogotogoogocagocgaacgaccgagegecagegayg
~3770 ~3780 ~3790 ~3800 ~3810 ~3820 ~3830

Me KOKKIVO TTAQicI0 €Xouv eTionPavOei Ta onueia avayvwpiong Twv EcoR1 kai
BamH1



BstUI

MboIT CfoI Msel
Ccfol Hhal HinfI Alul
Hhal BstUI HaeIIT VepI Pvull
A P N T ¢ T A § P R A L A D 8 L M ¢ L

tcagtgagcgaggaageggaagaGCGCCCARTACGCARACCECCTCTCCCCGCGCGTTEECCGATTCATTARATGCAGCTG

~3850 ~38e0 ~3870 ~3880 ~3850 ~3%00 ~3910
Ccfol Msel
Hhal Vspl AluIl
A R Q ¥V 58 R L E 5 G Q0 2
GCACCGACAGCTTTCCCGACTGGARRGCCGEECACTEAgcgecaacgcaattaatgtgagttagetcactecattaggecaccee
~3930 ~3940 ~3950 ~39&0 ~3970 ~3980 ~39%0
HpaIT
MspI Alul
M
aggctttacactttatgcttcoccggcectegtatgttgtgtggaattgtgagecggataacaatttcacacaggaaacagetAT
~4010 ~4020 ~4030 ~4040 ~4050 ~4060 ~4070
RestEnd
PCREnd
Tagl
BluIl Msel Alul

~4100 ~4110

~4120 ~413

Me KOKKIVO TTAQiCI0 £XOUV £TTIONPAVOET Ta onueia avayvwpiong Twv EcoR1 kal
BamH1

TéNOG, eCeTdoape Tnv TpIToTAY OOPN TNG TTPWTEIVNG TTOU €XEl aVaAUBEi pe X-
ray diffraction kai 2.21A resolution akoAoUBWVTAS TO TTOPOKATW BAMATA:
v' AmmoBnikeuan Tou apxeiou pdb Tng BMP-3
v' Avolyua apxeiou péow Tou TTpoypdaupaTog Raswin
v' EUOpeon evioAwv yia TNV aTrelkOVIOn XOPOKTNPIOTIKWY OTO HOPIO TNG
TpwTtEivng atrd 1o apxeio Word Tou Raswin Help
v' EmAoyn oto TTpdypauua:
e Ribbons & Structure
e EvtoAn: Rasmol Command line—select cys —color blue
v' Export file




